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ABSTRACT

The abnormal level of blood lipids is the major risk factor for cardiovascular disease. Genetic variations have
been associated with altered homocysteine and adiponectin levels that involving blood lipid alteration. The aimed of
this study was, therefore, to investigate the association of MTHFR C677T (rs1801133) and ADIPOQ G276T
(rs1501299) polymorphisms with blood lipid levels. The study was conducted in community-based 648 Thai subjects
aged =>50 years who attended for annual health check-up at Health Center 15, Bangkok. The genotyping was performed
using PCR-RFLP. Regarding MTHFR C677T, increasing level of plasma LDL-C was observed in relationship with
increasing number of the minor, T allele (p for trend=0.042). Regression analysis also revealed the significant
association between T allele of MTHFR C677T and the risk of having elevated LDL-C levels (= 130 mg/dL)
[OR(95%CI) = 1.435(1.073-1.920), p=0.015]. Such association was also significantly associated with the risk of
having clinically low HDL-C levels [OR (95%CI) = 1.434 (1.039-1.978), p=0.033]. For ADIPOQ G276T, the
decreasing levels of HDL-C levels was observed in relationship with increasing number of the minor, T allele (p-
trend=0.042). The association between T allele of ADIPOQ G276T was also significantly associated with the risk of
having clinically low HDL-C levels [OR(95%CI) = 1.351 (1.025-1.781), p=0.033]. The combined T allele carriers of
both gene polymorphisms (CT+TT/GT+TT) increased the risk of having low HDL-C levels [OR(95% CI)=2.037
(1.215-3.417) p=0.007]. In conclusion, the risk variants of both genes which associated with the risk of blood lipids

alteration may contribute to the risk of CVD.
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Age (year) 68.14+1.10 61.79+1.03 71.76+1.08 <0.001
BMI (kg/m?) 24.31+1.18 24.56+1.18 24.19+1.18 0.262
SBP (mmHg) 134.13+1.16 131.09+1.14 135.76+1.16 0.004
DBP (mmHg) 75.77+1.17 77.27+1.15 74.99+1.18 0.017
FBS (mg/dL) 110.84+1.29 110.22+1.31 111.17+1.28 0.682
TC (mg/dL) 210.48+1.24 222.56+1.22 204.37+1.24 <0.001
TG (mg/dL) 117.75%1.55 121.83+1.57 115.65+1.54 0.153
HDL-C (mg/dL) 54.04+1.28 55.544+1.28 53.27+1.28 0.042
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Dyslipidemia, n (%) 594 (91.7) 211 (94.2) 383 (90.3) 0.090
Male n (%) 133 (20.5) 40 (17.9) 93 (21.9)
Female n (%) 515 (79.5) 184 (82.1) 331 (78.1) 0.222
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*p value < 0.05, **p for trend < 0.05
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