KKU Res J (GS) 14 (2) : April - June 2014 15

mslaiAsasneiisuatinAnidandnunzANuvan
wazliinmazilaasm Tumsdiudsawiuginuuuiuiinlaein
Marker Assisted Selection for Aroma and Low Amylose Content
Traits in Pedigree Breeding of Rice (Oryza sativa L.)
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ABSTRACT

Rice breeding for cooking qualities trait is one of the main objectives in Thai rice
breeding program. Naro and RM190 markers specific to grain aroma and amylase content
locating on chromosome 8 and 6 respectively. Total 600 individual plant of F2 population of
cross between PTT1 with good cooking quality variety and CH4 with high yield potential
were selected individual by these DNA makers. Stepwise screening was performed and
total of 151 F2 progenies carrying homozygous allele of Naro marker was selected. Then,
RM190 was used to selected low amylose content, resulting 32 F2 progenies carrying homozygous
alleles for grain aroma and low amylose content as PTT1 variety were select for the next step
of breeding program. Moreover, the delay loading technique in electrophoresis was performed

in order to enhance the genotype screening efficiency.
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ANN 1 enunTutazsinasasildlumsmufnsen PCR

dsazany NN NTURLE Usanauitld (ul)
2x plant PCR buffer 1x 5
5umol forward primer 0.5 pumol 1
5umol reverse primer 0.5 umol 1
Phire ® Hot Start DNA polymerase - 0.2
Sterile distilled HZO - 2.8
Total - 10
mad 2 deulalumsasazasliisen PCR
ﬁgumaumsl,ﬁmﬂﬁﬁ%m aaunnil (") nar un)
First denature 98 300
Denature 98 5
Annealing 59 5
Extension 72 30
Final extension 72 60
Hold 16 o
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6" loading —*

5™ loading — >

4" 1oading

3" loading

2" loading 244bp

236 bp

BHHB HHAH B BAHHB HHHAB H

244 bp
236 bp

1*loading —

M 2 adiamsinnmlnanded (delay loading) slum'%awmslﬁtﬁma Naro Lﬁ'aﬁmﬁaﬂ
ANHUEANINVIBN NNELWA: A AD é‘ahwmzmqﬁ'uqnﬁuﬁmﬁauﬁuﬁjuaj (CH4: Badh/Badh);
B ﬁaé’nwm:mqﬁuqnssuﬁmﬁauﬁuﬁl’wa (PTT1: badh/badh); H AaanuaenNuwugnssy
wuuannalslend (Badh/badh)



