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Abstract

Warfarin is an anticoagulant drug, which has a narrow therapeutic index VKORCI gene
polymorphisms [(-1639G > A (rs9923231) and 1173C > T (rs9934438)] affect drug responses that need to be
considered for warfarin dosage requirement. Therefore, the objective of this study was to develop Allele-
specific PCR (AS-PCR). Firstly, specific primers for VKORC1 gene were designed. PCR optimization was
performed by varying annealing temperature. The results showed that 1.25 mM MgCl was suitable for
all primers. At -1639G > A, 65°C was suitable annealing temperature for mutant and control primers.
Whereas, 57°C was suitable annealing temperature for wildtype primers and all primer pairs in another position,
1173C > T. PCR products were validated by DNA sequencing, resulting in 100% homology. In conclusion,

the newly developed AS-PCR could use for VKORC1 genotype detection to adjust for warfarin dosage.

Keywords: Allele-specific PCR (AS-PCR), VKORC1 gene, Warfarin
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