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Antimicrobial Activity of Lactic Acid Bacteria Isolated from Foods and

Lactobacillus plantarum Strain Improvement for Using as Probiotic
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Abstract
Antibiotic-producing bacteria are the group of interesting agents for using substitute chemicals
to cure infection. For the reason, lactic acid bacteria producing antibiotic substances were isolated from
food. Three isolates from fermented fish (Ngam-Pla) showed antibacterial activity inhibited Staphylococcus
aureus Bacillus subtilis and Escherichia coli, using well diffusion method. Moreover, engineered-Lactobacillus
plantarum strain improvement by genetic engineering was more antibacterial activity than wild type. It implied

that the genetic engineering method can use for improvement Lactic acid bacteria, potentiate use as probiotic.
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ﬂ1§1ﬂﬁ 1 f]VI'ﬁﬁTufgau‘VﬁfJﬂ"]Su"Uf’Nunaleﬁdlfﬂ transformants Lﬁﬂﬂﬂﬁﬂﬂﬂ]ﬂﬂ% well diffusion

clear zone (IFUAYAT)
dmlaan 3
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g | £ % g | 3
s | % S S |8 |8
S 3 N = 3 S
2 o a = U &S
L. plantarum 1.5 1.5 2.0 2.2 - 1.2
transformant 1 1.4 1.4 1.5 2.5 - 1.2
transformant 2 1.4 1.7 1.8 2.4 - 1.2
hinau - - - - - -
A
REVEFIBENERIN R BY IR - - - - - -

L. plantarum, Lactobacillus plantarum ATCC 8014 (TISTR 050); S. aureus, Staphylococcus
aureus ATCC 25923 (TISTR 517); B. subtilis, Bacillus subtilis ATCC 6633 (TISTR 008); P. aeruginosa,
Pseudomonas aeruginosa ATCC 9027 (TISTR 781); M. luteus, Micrococcus luteus TISTR 884 ; C. albicans,
Candida albicans DSM 70014 (TISTR 5239); E. coli, Escherichia coli ATCC 25922 (TISTR 887); transformant

1 148 transformant 2, L. plantarum TISTR 050 Wiigwladualolyand 1 uazlelsanh 2
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E
A A — Lactobacillus plantarum , D — transformant 2
k4 v
.' B — transformant 1 , E— hndu
9 k4
L o o E C - M5B UFIMA) MRS

Micrococcus luteus™ Candida albicans
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~ =9 a L= A dy d%l A Y ad . .
MINN 2 9NTATUIAUNTIATUUDIUNUAYILYD  transformants INONATDOUAIYIT well diffusion
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ToTmandadu(iting (L. plantarum TISTR 050) uailofinmsiiduladmaldidlilu L. plantarum TISTR 050
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