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Abstract
Bacteriocin gene, entAl, from Enterococcus faecium N15 was subcloned into E. coli DH5OL by using pHY
300PLK as shuttle plasmid vector by means of transformation method. The recombinant bacteriocin gene, pHentAlI
was digested with EcoRI and Xbal showed the structural stability, comprised of 4.87 kb fragment of pHY300PLK
and 0.70 kb fragment of entAl gene when analysed by means of agarose gel electrophoresis. Then, pHentAI was
transformed into B. subtilis ISW1214, showed the structural stability when analysed by means of polymerase chain
reaction (PCR). The segregrational stability of pHentAI was approximately 6 passages under non-selective

condition.
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